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GATCACGTGCTGTCGATATCCTT'CACATTGCCATGTTCAGTGAGCTGTAGATAATCTCT 
GGAGCCAGGTGCTGAAGTGATATATCCCAGAAATATCACTTGATTAGAGCTACTTTTCA 
GTAGTTTTGAAACAGCAATAGCCTGCAGTTTCCTGTCGAGGTCATCTTCGTGGTTCCCA 
AAGTGTGTCACGACAAAATCCACCAGCTTGCCCGAAATGTTAACGGTCAATGTGATGGC 
TGGTGCGATCTTGCTGTGTTGGCCAGGCTGGTCTCAACGTGCAGATAGATC 



Figure 1 
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Figure 2A 
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Figure 2B 
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Score = 1397 bits (3615), Expect - 0.0 

Identities = 682/699 (97%), Positives = 683/699 (97%)' 

Query: 1 MTSLWREILLESLLGCVSWSLYHDLGPMIYYFPLQTLELTGLEGFSIAFLSPI FLTITPF 60 

MTSLWREILLESLLGCVSWSLYHDLGPMIYYFPLQTLELTGLEGFSIAFLSPI FLTITPF 
Sbjct : 1 MTSLWREILLESLLGCVSWSLYHDLGPMI YYFPLQTLELTGLEGFSIAFLSPI FLTITPF 60 

Query: 61 WKLVNKKWMLTLLRIITIGSIASFQAPNAKLRLMVLALGVSSSLIVQAVTWWSGSHLQRY 120 

WKLVNKKWMLTLLRI I TIGS IAS FQAPNAKLRLMVLALGVSSSLIVQAVTWWSGSHLQRY 
Sbjct: 61 WKLVNKKWMLTLLRI I TIGS IAS FQAPNAKLRLMVLALGVS SSL I VQAVTWWSGSHLQRY 120 

Query: 121 LRIWGFILGQIVLWLRIWYTSLNPIWSYQMSNKVILTLSAIATLDRIGTDGDCSKPEEK 180 

LRIWGFILGQIVLVVLRIWYTSLNPIWSYQMSNKVILTLSAIATLDRIGTDGDCSKPEEK 
Sbjct: 121 LRIWGFILGQIVLWLRIWYTSLNPIWSYQMSNKVILTLSAIATLDRIGTDGDCSKPEEK 180 

Query: 181 KTGEVATGMASRPNWLLAGAAFGSLVFLTHWVFGEVSLVSRWAVSGHPHPGPDPNPFGGA 24 0 

KTGEVATGMASRPNWLLAGAAFGSLVFLTHWVFGEVSLVSRWAVSGHPHPGPDPNPFGGA 
Sbjct: 181 KTGEVATGMASRPNWLLAGAAFGSLVFLTHWVFGEVSLVSRWAVSGHPHPGPDPNPFGGA 240 

Query: 241 VLLCLASGLMLPSCLWFRGTGLIWWVTGTASAAGLLYLHTWAAAVSGCVFAIFTASMWPQ 300 

VLLCLASGLMLPSCLWFRGTGLIWWVTGTASAAGLLYLHTWAAAVSGCVFAIFTASMWPQ 
Sbjct: 241 VLLCLASGLMLPSCLWFRGTGLIWWVTGTASAAGLLYLHTWAAAVSGCVFAIFTASMWPQ 300 

Query: 301 TLGHLINSGTNPGKTMTIAMIFYLLEIFFCAWCTAFKFVPGGVYARERSDVLLGTMMLI I 3 60 

TLGHLINSGTNPGKTMTIAMIFYLLEIFFCAWCTAFKFVPGGVYARERSDVLLGTMMLI I 
Sbjct: 301 TLGHLINSGTNPGKTMTIAMIFYLLEIFFCAWCTAFKFVPGGVYARERSDVLLGTMMLI I 3 60 

Query: 361 GLNMLFGPKKNLDLLLQTKNSSKVLFRKSEKYMKXXXXXXXXXXXXXXXXRHKAYERKLG 4 20 

GLNMLFGPKKNLDLLLQTKNSSKVLFRKSEKYMK RHKAYERKLG 
Sbjct: 361 GLNMLFGPKKNLDLLLQTKNSSKVLFRKSEKYMKLFLWLLVGVGLLGLGLRHKAYERKLG 420 

Query: 421 KVAPTKEVSAAIWPFRFGYDNEGWSSLERSAHLLNETGADFITILESDASKPYMGNNDLT 480 

KVAPTKEVSAAIWPFRFGYDNEGWSSLERSAHLLNETGADFITILESDASKPYMGNNDLT 
Sbjct: 421 KVAPTKEVSAAIWPFRFGYDNEGWSSLERSAHLLNETGADFITILESDASKPYMGNNDLT 480 

Query: 481 MWLGEKLGFYTDFGPSTRYHTWGIMALSRYPIVKSEHHLLPSPEGEIAPAITLTVNISGK 540 

MWLGEKLGFYTDFGPSTRYHTWGIMALSRYPIVKSEHHLLPSPEGEIAPAITLTVNISGK 
Sbjct: 481 MWLGEKLGFYTDFGPSTRYHTWGIMALSRYPIVKSEHHLLPSPEGEIAPAITLTVNISGK 540 

Query: 541 LVDFVVTHFGNHEDDLDRKLQAIAVSKLLKSSSNQVIFLGYITSAPGSRDYLQLTEHGNV 600 

LVDFVVTHFGNHEDDLDRKLQAIAVSKLLKSSSNQVIFLGYITSAPGSRDYLQLTEHGNV 
Sbjct: 541 LVDFVVTHFGNHEDDLDRKLQAIAVSKLLKSSSNQVIFLGYITSAPGSRDYLQLTEHGNV 600 

Query: 601 KDIDSTDHDRWCEYIMYRGLIRLGYARISHAELSDSEIQMAKFRIPDDPTNYRDNQKVVI 660 

KDIDSTDHDRWCEYIMYRGLIRLGYARISHAELSDSEIQMAKFRIPDDPTNYRDNQKWI 
Sbjct: 601 KDIDSTDHDRWCEYIMYRGLIRLGYARISHAELSDSEIQMAKFRIPDDPTNYRDNQKVVI 660 

Query: 661 DHREVSEKIHFNPRFGSYKEGHNYENNHHFHMNTPKYFL 699 

DHREVSEKIHFNPRFGSYKEGHNYENNH+FHMNTPKYFL 
Sbjct: 661 DHREVSEKIHFNPRFGSYKEGHNYENNHNFHMNTPKYFL 699 
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Score = 261 bits (668), Expect - le-68 

Identities = 204/705 (28%), Positives = 330/705 (45%), Gaps = 50/705 (7%) 

Query: 15 GCVSWSLYHDLGPMI YYFPLQTLELTGLEGFSIAFLSPIFLTITPFWKLVNKKWMLTLLR 7 4 

G + WS L I++FPL + ++G E + +L PIFL + PF + + + L 

Sbjct: 279 GFLFWSNVTSLLCSIWHFPLWYMGISGYEAAILGYLGPIFLYL-PFVSEAFTQYGVLLGG 337 

Query: 7 5 IITIGSIASFQAPNAKLRLMVLALGVSSSLIVQAVTWWSGSHLQ-RYLRIWGFILGQIVL 133 

II IG+ QP+L++ +++VQ + + + + + W +LG + 

Sbjct: 338 IIAIGAYI-VQMPELRLISVAVGTSITVATFVQNLRYITNAETSFSFALTW — LLGLVAS 394 

Query: 134 WLRIWYTSLNPIWSYQMS NKVILTLSAIATLDRIGTDGDCSKPEEKKTGEVATG 188 

V+L+ + ++NPW NKLL++++ + EK+++ 

Sbjct: 395 VILKMGFYTNNPTWVILDERNGGYNKTALVLTVLFGM — L S P Y VN SIN FEG KRN AQAKS - 451 

Query: 189 MASRPNWLLAGAAFGSLVFLTHWVFGEVSLVSRWAVSGHPHP-GPDPNPFGGAVLLCLAS 247 

AS L FGSL+F H + + S WA G+ GP P P+G L C 

Sbjct: 4 52 -ASLIGKLFLAVGFGSLLFGIHQLLTDSSTTI YWAWEGYNESHGPLPWPWGA — LTCTVM 508 

Query: 248 GLMLPSCLWFRGTGLIWWVTGTASAAGLLY — LHTWAAAV-SGCVFAIFTASMWPQ T 301 

S + FGL++ SAL + W + G + +AI + P 

Sbjct: 509 LFASLSSVKFMGKPLVPCLLLLISTAVLSARSITQWPKYIFGGLLYAIAMLWLVPSYFSA 568 

Query: 302 LGHLINSGTNPGKTMTIAMIFYLLEI FFCAWCTAFKFVPGGVYARERSDVLLGTMMLI IG 361 

LG + N + + Y++ + W A+ FVP G RE+ + +L I 

Sbjct: 569 LGQVQNIWV YVLSFSVYIIFVLAHVWVVAYAFVPMGWVLREKIETVLAFSSTFI I 623 

Query: 362 LNMLFGPKKNLDLLLQTKNSSKVLFRKSEKYMKXXXXXXXXXXXXXXXXRHKAYERKLGK 4 21 

+ L N+ L+ K +F R R G 

Sbjct: 624 IGALTCKNLNIQLVTMGKKFFIYVF FFAVALLSLTARFVYDIRPTGI 670 

Query: 422 VAP TKEVSAAIWPFRFGYDNEGWSSLERSAHLLNETGADFITILESDASKPYMGNN 477 

P ++ ++A IW FG DN-r W+S + R + L+ + D + +LE+D + MGN 

Sbjct: 671 PQPYHPDSQLITAGIWTIHFGLDNDMWASEDRMINLIKDMELDWGLLETDTQRITMGNR 730 

Query: 478 DLTMWLGEKLGFYTDFGPSTRYHTWGIMALSRYPIVKSEHHLLPSPEGEIAPAITLTV-N 536 

DLT L L Y DFGP HTVJG + LS++PIV S HHLLPSP GE+APAI T + 
Sbjct: 731 DLTSKLAHDLNMYADFGPGPNKHTWGCVLLSKFPIVNSTHHLLPSPVGELAPAIHATLQT 790 

Query: 537 ISGKLVDFVVTHFGNHEDDLDRKLQAIAVSKLLKSSSNQVIFLGYITSAPGSRDY-LQLT 595 

+ LVD V H G ED+ DR+LQ+ + + KL+ + + + I L Y+ PG . +Y- + + 
Sbjct: 791 YNDTLVDVFVFHSGQEEDEEDRRLQSNYMAKLMGNTTRPAILLSYLVVDPGEGNYNTYVS 850 

Query: 596 EHGNVKDIDSTDHDRWCEYIMYRGLIRLGYARISHAELSDSEIQMAKFRIPDDPTNYRDN 655 

E + DID +D DRWCEYI+YRGL R GYAR++ ++D+E+Q+ KF+ + + ++ 
Sbjct: 851 ETSGMHDIDPSDDDRWCEYILYRGLRRTGYARVARGTITDTELQVGKFQVLSEQA-LVEH 909 

Query: 656 QKVVIDHREVSEKIHFNPRFGSYKEGHNYENNHHFHM-NTPKYFL 699 

+ ++ +SE + + + F G EH +H+ + P+Y+L 

Sbjct: 910 SDSMYEYGHMSEPEYEDMKFPDKFLGEG-ERGHFYHVFDEPRYYL 953 
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